Westerns were performed using anti-N-terminal Wwox antibody as previously described (28) with the following modifications: anti-Rabbit Cy5 secondary antibody was used at 1:2,500 (Rockland) and amplification of the signal was achieved using SignalBoost TM Immunoreaction Enhancer Kit (Calbiochem). Alpha Tubulin was detected using anti-alpha tubulin at 1:2000 (Sigma) and anti-mouse Alexa 488 at 1:2000 (Molecular Probes). Protein size markers are shown in kDaltons (kDa). # Numbers in parentheses represents the peptide 'identity' threshold score * Numbers in parentheses represents number of queries over the peptide 'identity' threshold score ^ Analysis performed using MALDI-TOF/TOF-MS Figure S2 . Related to Figure 3 , effect of knocking down expression of Wwox candidate interactors and altering Wwox expression on viability in
Drosophila.
(A) Crosses were set up for ubiquitous RNAi knockdown of the candidate gene either with normal levels of WWOX (i) or with altered (ii -decreased,
iii -increased) levels of WWOX. The da-GAL4 driver was used to drive ubiquitous expression of the UAS constructs using the binary UAS-GAL4
system. From each cross, progeny of two different genotypes could be obtained at a 1:1 ratio, in accordance with Mendel's law of segregation. The two types of progeny obtained were those that carried a copy of the UAS-candidate RNAi construct with either the da-GAL4 driver (non-TM6B progeny, in which the candidate gene is ubiquitously knocked down) or the TM6B balancer (TM6B progeny, in which there is no knockdown of the candidate gene). Crosses with a minimum of 30 TM6B progeny were analysed and the ratio of non-TM6B: TM6B progeny were compared from (i),
(ii) and (iii). 
